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The groupings can change when new results become
known. Yellow zones represent accepted mode of action
groups or in cases where resistance is known, cross
resistance groups. In spite of this general classification,
cases of incomplete or even lacking cross resistance are
known within some groups with some pathogens.

Although details presented herein are accurate to our
knowledge at the time of publication, neither FRAC nor its
member companies make any representation or warranty
with regard to the content of this presentation, in particular
with regard to its correctness and completeness. Neither
FRAC nor its member companies assume any liability for
the content of this presentation or its use.
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